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GFP Knockout HEK293T Cells (L00022).

B LR A S HE T CRISPR/Cas9 45 AR H ARIDABEE B i b5 ) iU (L05075 pLenti-ARID4B-sgRNA). 877 25(L05076 ARID4B
Knockout Lentivirus). HEK293T4 fd(L05077 ARID4B Knockout HEK293T Cells). HEK293 Tl 41 i FIRIPAZL AR (105078
ARID4B Knockout HEK293T RIPA Lysate). HEK293T i 5 4 /i ff) Trizol 22 fif i (L05079 ARID4B Knockout HEK293T Trizol
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ARID4BZE A ) FEA S B 4 F
Species Gene Symbol Gene ID GenBank Accession Transcript
Human ARID4B 51742 BC048959 NM 016374
About the gene

Official Symbol ARID4B

Previous Symbol RBPIL1

Official Full Name | AT-rich interaction domain 4B

Synonyms BCAA; BRCAAT1; SAP180
Location 1q42.3

Gene Type nonsense_mediated decay

Uniprot ID Q4LE39.2

Pathway/Library Epigenetic Regulators Related Genes Library

This gene encodes a protein with sequence similarity to retinoblastoma-binding protein-1. The encoded
protein is a subunit of the histone deacetylase-dependant SIN3A transcriptional corepressor complex,
which functions in diverse cellular processes including proliferation, differentiation, apoptosis,
Gene Summary oncogenesis, and cell fate determination. The gene product is recognized by IgG antibody isolated from a
breast cancer patient and appears to be a molecular marker associated with a broad range of human
malignancies. Alternate transcriptional splice variants encoding different isoforms have been
characterized.
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AR IR 55 72 NDMEM (high glucose)+10% FBS. 1 £ 55 FR I NG 2 75 55 2% -5 55 20 VW LA B 1] BE 4 B8 V5 e s
W 7 K75 5 3-8 RV (100X) (C0222). [, In N9 E 1 pg/mlffiPuromycin (ST551) A& 441895 75 IVHEK 293 T
) ELARAS A5 295293 T (A JIEE4HH) (C6008):  https://www.beyotime.com/product/C6008.htm .
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg

2/3

L05077 ARID4B Knockout HEK293T Cells

400-1683301/800-8283301 Z % K/Beyotime


https://www.beyotime.com/product/C6008.htm

Version 2020.12.08

Z % K/Beyotime 400-1683301/800-8283301 L05077 ARID4B Knockout HEK293T Cells 3/3



